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Supplementary Materials: The following supporting information can be downloaded at: 
www.mdpi.com/xxx/s1。 
Figure S1: The tomato CrRLK1Ls gene structure in SGN.  
Figure S2: Uncropped agarose gel and western blot images linked to Figure 2. 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



 
Figure S1. The tomato CrRLK1Ls gene structure in SGN. (a) The number of CrRLK1L members 
obtained in this study were compared with that obtained in previous study. (b) The tomato 
CrRLK1Ls gene structure in SGN (ITAG4.1). (c) The tomato CrRLK1Ls gene structure in SGN 
(ITAG2.3) and NCBI (GCF_000188115.5). The CrRLK1L members obtained in this study and 
previous study were marked in blue and yellow respectively. Data was extracted from SGN 
and NCBI, and then analyzed to visualize by TBtools. 
 



 
Figure S2. Uncropped agarose gel and western blot images linked to Figure 2. (a) Uncropped 
agarose gel for Figure 2(c); (b) Uncropped western blot images for Figure 2(d). Red lines 
represent the images used in Figure 2. Western blot with different antibodies were done 
respectively and chemiluminescent images were captured synchronously. 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 


